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Figure 5. Heat map of TksHMTs and TksHDMs in different organs and developmental stages. The
main clusters are indicated by square brackets. Genes with higher expression are indicated in bold.
Asterisks indicate the genes analyzed by qPCR.
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Figure 6. Heat map of TksHATs and TksHDACs in different organs and developmental stages. The 
main clusters are indicated by square brackets. Genes with a higher expression are indicated in bold. 
Asterisks indicate the genes analysed by qPCR. 

  

Figure 6. Heat map of TksHATs and TksHDACs in different organs and developmental stages. The
main clusters are indicated by square brackets. Genes with a higher expression are indicated in bold.
Asterisks indicate the genes analysed by qPCR.

2.2.4. HDACs

TksHDAs can be divided into three groups: a first one with peaks of expression in
leaves and peduncle; a second group with lower levels in the roots; and a third group more
relevant in young and reproductive organs. TksHDA8 shows a peculiar pattern with peaks
in the main root and latex. TksSRTs were present in reproductive organs with TksSRT4
and TksSRT2 having an additional peak in mature leaf and in the latex, respectively. HDTs,
instead, show peaks of expression in young leaf, stem, lateral root, and in the mature stem
with the exception of TksHDT5, which shows peaks in reproductive organs.


